()

140 1

120 1

Sequence Position

100 1§

80 1

60 1

40 A

20 1

(b)

Sequence Position

20 40 60 80 100 120 140
Sequence Position

140 1 18

120 1

80 1

60 1

40 4 B8

20 1

100 1 .

Substitution
Dependency
0t00.01
0.01t0 0.25
0.25t0 0.5
0.5t01.0
1.0 and up

20 40 60 80 100 120 140
Sequence Position



